approach that may be used in Verticillium wilt-susceptible crops.
INTRODUCTION
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Verticillium wilts are vascular wilt diseases that are caused by soil-borne fungi of the genus 
RESULTS
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Tobacco rattle virus-based silencing in tomato compromises V. dahliae Ave1 expression Figure 1A) , 158 respectively. At ten days after TRV treatment, plants were challenged with either the V. treated plants followed by inoculation with the wild-type V. dahliae strain JR2 (Figure 4A ; B).
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To determine whether TRV-mediated targeting transcripts of V. dahliae Sge1 in tomato results
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Quantitative Real Time-PCR (qRT-PCR) and Reverse transcription-PCR (RT-PCR)
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To determine expression of V. dahliae Sge1 gene for silencing, stems of TRV-treated tomato
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